Table S2. Mass Spectometry analysis of region #2 from Figure S1E.
	Protein
	% Coverage
	# Peptides

	SPAST
	48
	328

	KRT1
	33
	43

	KRT10
	23
	26

	SCML2
	23
	20

	KRT2
	18
	11

	TPX2
	14
	14

	KRT9
	17
	11

	DDX17
	9.2
	8

	KRT5
	6.4
	5

	KRT6B
	1.6
	1

	KRT16
	6.8
	3

	KRT14
	2.5
	2

	ANLN
	1.8
	1
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